ABSTRACT Multiple Arcobacter species have been recovered from fresh and contaminated waters, marine environments, and shellfish. Arcobacter mytili was recovered in 2006 from mussels collected from the Ebro River delta in Catalonia, Spain. This study describes the complete whole-genome sequence of the A. mytili type strain LMG 24559 (ϭF2075 T ϭCECT 7386 T ).
pAMYT is presumably conjugative, because it encodes several genes for an F-type type IV conjugative transfer system.
The A. mytili genome contains five genes larger than 11 kb. Two genes, amyt2456 (15,222 bp) and amyt2527 (18,810 bp), encode a large adhesive protein and a von Willebrand A domain-containing protein, respectively. These genes are distinguished by the presence of internal, tandemly repeated motifs, 25 copies of a 269-bp repeat in amyt2456 and 27 copies of a 337-bp repeat in amyt2527. The remaining three genes (amyt1680, 32,355 bp; amyt1888, 12,267 bp; and amyt1611, 11,142 bp) encode putative RTX toxin-related calcium-binding proteins; however, these genes do not contain any large, repeated internal domains.
Data availability. The complete genome sequence of A. mytili strain LMG 24559 T has been deposited in GenBank under the accession numbers CP031219 (chromosome) 
